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O Ribossoma
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Centros Activos do Ribossoma
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Composicao dos Ribossomas
de Procariotas e de Eucariotas
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A Estrutura Secundaria do
rRNA 16S de E.coli

e ° E L

Central

domain
3" major
domain

%
i
5 MTID
|}
3 3" minor
domain
5" domain

Lewin (2000) Genes VII



tRNAs: As Moléeculas
Adaptadoras
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A Sintese Proteica Divide-se
em Trés Fases

Initiation
30S subunit on mRNA binding site is joined by 50S subunit
and aminoacyl-tRNA binds

Elongation

Ribosome moves along mRNA and length of protein chain
extends by transfer from peptidyl-tRNA to aminoacyl-tRNA

Termination
Polypeptide chain is released from tBRNA, and ribosome

dissociates from mRNA

Lewin (2000) Genes VII



Iniciacao da Traducao
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Codoes Iniciadores
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Elongacao da Traducao
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Reaccao Quimica de Formacao
da Ligacao Peptidica

Amino end Carboxyl end
Peptide bond
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Terminacao da Traducgao
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Polissomas
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O Codigo Geneético

Proteinas dos Seres Vivos = utilizam 20
aminoacidos

DNA ou RNA = 4 bases

Arranjos de 4 bases 2 a 2 — 16 (insuficiente)

Arranjos de 4 bases 3 a 3 — 64

Sugestao: Codao (unidade de codificacao) ¢é
formada por 3 nucledtidos ou “tripleto”

AGA UUA
AGG UuG
GCA CGA GGA CUA
GCC CGC GGC AUA CUC

GCG CGG GAC AAC UGC GAA CAA GGG CAC AUC CugG
GCU CGU GAU AAU UGU GAG CAG GGU CAU AUU cCuu

Ala Arg Asp Asn Cys Glu GIn Gly His le Leu

A R D N & E Q G H | i
AGC
AGU
CCA UCA ACA GUA
CCC UCC ACC GUC UAA
AAA UUC CCG UCG ACG UAC GUG UAG
AAG AUG UuUU CCU UuCcu ACU UGG UAU GUU UGA
Lys Met Phe Pro Ser Thr Trp Tyr Val stop
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Um Codigo de Tripletos

Original: CAN YOU SEE THE WAY ITS DUN
Uma insercao: CAN YOX USE ETH EWA YIT SDU N
Duas insergdes: CAN YOX UZS EET HEW AYI TSD UN
Trés insercdes: CAN YOX UZS QEE THE WAY ITS DUN

E retomado o significado

5' 3
CUC , AGC GUU ALL AU
—Leu Ser Val Thr—

5 E|UCA||GCG |UUA||CCA #

Ala Leu Pro

— Ser

3 CuU |CAG||CGU| UAC||CAU|

— GIn Arg Tyr His—

Cada sequéncia numa cadeia simples de DNA possui

trés grelhas de leitura aberta ou ORFs (Open Reading
Frames)

Alberts et al (2002) Mol Cell Biol 4/e



O Codigo Genetico Universa
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O codao AUG, além de sinal de iniciacao (metionina)
também codifica para metionina no _interior da cadeia
polipeptidica




